ABSTRACT The draft genome sequences of 16 Campylobacter jejuni isolates obtained from wild birds are presented in this study. These genomes provide insights into the genetic features of C. jejuni isolates from wild birds, which are considered common hosts of this microorganism but have scarcely been investigated to date.
The draft whole-genome sequences of the 16 C. jejuni isolates reported in this study are the first from wild birds in Italy. They will help in understanding the molecular epidemiology of C. jejuni in wild bird populations.
Data availability. The draft whole-genome sequences and annotations are publicly available at the NCBI GenBank database under the accession numbers presented in Table 1 . Raw reads can be found under the NCBI SRA BioProject number PRJNA510785.
